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SEQUENCE LISTING 



<110> INCYTE PHARMACEUTICALS, INC. 
TANG, Y. Tom 
LAL, Preeti 
CORLEY, Neil C. 
GUEGLER, Karl J. 
PATTERSON, Chandra 
BAUGHN, Mariah R. 
YUE , Henry 

<12 0> HUMAN EPIDERMAL PROTEINS 

<130> PF-0567 PCT 



<140> To Be Assigned 
<141> Herewith 

<150> 09/123,531; unassigned; 09/206,817; iinassigned 

<151> 1998-07-28; 1998-07-28; 1998-12-07; 1998-12-07 



<160> 16 



<17 0> PERL Program 

<210> 1 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 2024646 



<400> 1 



Met 


Ser 


Cys 


Gin 


Gin 


Asn 


Gin 


Gin 


Gin 


Cys 


Gin 


Pro 


Pro 


Pro 


Lys 


1 






5 










10 










15 


Cys 


Pro 


Ser 


Pro 


Lys 


Cys 


Pro 


Pro 


Lys 


Ser 


Pro 


Val 


Gin 


Cys 


Leu 








20 










25 










30 


Pro 


Pro 


Ala 


Ser 


Ser 


Gly 


Cys 


Ala 


Pro 


Ser 


Ser Gly Val 


Cys 


Gly 










35 










40 










45 


Pro 


Ser 


Ser 


Glu 


Gly 
50 


Gly 


Cys 


Phe 


Leu 


Asn 
55 


His 


His 


Arg 


Arg 


His 
60 


His 


Arg 


Cys 


Arg 


Arg 


Gin 


Arg 


Pro 


Asn 


Ser 


Cys 


Asp 


Arg 


Gly 


Ser 






65 










70 










75 


Gly 


Gin 


Gin 


Gly 


Gly 
80 


Gly 


Ser 


Gly 


Cys 


Cys 
85 


His 


Gly 


Ser 


Gly 


Gly 
90 



Cys Cys 



<210> 2 
<211> 118 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 3431776 



<400> 2 



wec 


Seir 


Cys 


n 

V9 J.1X 


Gin 


Ser 


Gin 


Gin 


Gin 


Cys 


Gin 


Pro 


Pro 


Pro 


Lys 


1 






5 










10 










15 


Cys 


Thr 


Pro 


Lys 


Cys 


Pro 


Pro 


Lys 


Cys 


Pro 


Thr 


Pro 


Lys 


Cys 


Pro 








20 










25 










30 


Pro 


Lys 


Cys 


Pro 


Pro 


Lys 


Cys 


Pro 


Pro 


Val 


Ser 


Ser 


Cys 


Cys 


Ser 






35 










40 










45 


Val 


Ser 


Ser 


Gly 


Gly 


Cys 


Cys 


Gly 


Ser 


Ser 


Ser 


Gly 


Gly 


Ser 


Cys 








50 










55 










60 


Gly 


Ser 


Ser 


Ser 


Gly 


Gly 


Cys 


Cys 


Ser 


Ser 


Gly 


Gly 


Gly 


Gly 


Cys 








65 










70 










75 


Cys 


Leu 


Ser 


His 


His 


Arg 


Arg 


Arg 


Arg 


Ser 


His 


Cys 


His 


Arg 


Pro 








80 










85 










90 


Gin 


Ser 


Ser 


Gly 


Cys 


Cys 


Ser 


Gin 


Pro 


Ser Gly Gly 


Ser 


Ser 


Cys 








95 










100 










105 


Cys 


Gly 


Gly 


Gly 


Ser 


Gly 


Gin 


His 


Ser 


Gly 


Gly 


Cys 


Cys 












110 










115 













<210> 3 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1798487 



<400> 3 
























Met 


Ser 


Cys 


Gin 


Gin 


Asn 


Gin Gin Gin 


Cys 


Gin 


Pro 


Pro 


Pro 


Lys 


1 






5 






10 










15 


Cys 


Pro 


Pro 


Lys 


Cys 


Thr 


Pro Lys Cys 


Pro 


Pro 


Lys 


Cys 


Pro 


Pro 








20 






25 










30 


Lys 


Cys 


Pro 


Pro 


Gin 


Cys 


Pro Ala Pro 


Cys 


Phe 


Pro 


Ala 


Val 


Ser 






35 






40 










45 


Ser 


Cys 


Cys 


Gly 


Pro 


Ser 


Ser Gly Ser 


Cys 


Cys 


Gly 


Pro 


Ser 


Ser 






50 






55 










60 


Gly 


Gly 


Cys 


Cys 


Ser 


Ser 


Gly Ala Gly Gly Cys 


Ser 


Leu 


Ser 


His 




65 






70 










75 


His 


Arg 


Pro 


Arg 


Leu 


Phe 


His Arg Arg 


Arg 


His 


Gin 


Ser 


Pro 


Asp 






80 






85 










90 


Cys 


Cys 


Glu 


Ser 


Glu 


Pro 


Ser Gly Gly 


Ser 


Gly 


Cys 


Cys 


His 


Ser 






95 






100 










105 


Ser 


Gly 


Gly 


Cys 


Cys 


























110 
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<210> 4 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1448744 

<400> 4 



Met 


Thr 


Gly 


Ser 


Cys 


Cys 


Gly 


Ser 


Thr 


Leu 


Ser 


Ser 


Leu 


Ser 


Tyr 


1 








5 










10 










15 


Gly 


Gly 


Gly 


Cys 


Cys 
20 


Gin 


Pro 


Cys 


Cys 


Cys 
25 


Arg 


Tyr 


Pro 


Cys 


Cys 
30 


Cys 


Arg 


Pro 


Val 


Thr 


Cys 


Gin 


Thr 


Thr 


Val 


Cys 


Arg 


Pro 


Val 


Thr 






35 










40 










45 


Cys 


Val 


Pro 


Arg 


Cys 


Thr 


Arg 


Pro 


lie 


Cys 


Glu 


Pro 


Cys 


Cys 


Arg 








50 










55 










60 


Pro 


Val 


Cys 


Cys 


Asp 
65 


Pro 


Cys 


Ser 


Leu 


Gin 
70 


Glu 


Gly 


Cys 


Cys 


Arg 
75 


Pro 


lie 


Thr 


Cys 


Cys 
80 


Pro 


Ser 


Ser 


Cys 


Thr 
85 


Ala 


Val 


Val 


Cys 


Arg 
90 


Pro 


Cys 


Cys 


Trp 


Ala 


Thr 


Thr 


Cys 


Cys 


Gin 


Pro 


Val 


Ser 


Val 


Gin 






95 










100 










105 


Ser 


Pro 


Cys 


Cys 


Arg 
110 


Pro 


Pro 


Cys 


Gly 


Gin 
115 


Pro 


Thr 


Pro 


Cys 


Ser 
120 


Thr 


Thr 


Cys 


Arg 


Thr 
125 


Ser 


Ser 


Cys 

















<210> 5 
<211> 342 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone No: 2737: 

<400> 5 

Met Asn Asn Pro lie Pro Ser 

1 5 
Ala Ala Lys lie Leu Arg Glu 
20 

Gly Pro Asp Lys lie lie Pro 
35 

Gly Leu Ala lie Leu Ser Val 
50 

Ala Arg Gly Gly Ser Gly lie 
65 

Lys Trp Ser Ala Pro Ser Ala 



75 



Asn 


Leu 


Lys 


Ser 


Glu 


Ala 


Lys 


Lys 






10 










15 


Phe 


Thr 


Glu 


He 


Thr 


Ser 


Arg 


Asn 






25 










30 


Ala 


His 


Val 


He 


Ala 


Lys 


Ala 


Lys 






40 










45 


He 


Lys 


Ala 


Gly 


Phe 


Leu 


Val 


Thr 






55 










60 


Val 


Val 


Ala 


Arg 


Leu 


Pro 


Asp 


Gly 






70 










75 


tie 


Gly 


He Ala Gly Leu Gly Gly 
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80 85 90 

Gly Phe Glu lie Gly He Glu Val Ser Asp Leu Val He He Leu 
95 100 105 

Asn Tyr Asp Arg Ala Val Glu Ala Phe Ala Lys Gly Gly Asn Leu 

110 115 120 

Thr Leu Gly Gly Asn Leu Thr Val Ala Val Gly Pro Leu Gly Arg 

125 130 135 

Asn Leu Glu Gly Asn Val Ala Leu Arg Ser Ser Ala Ala Val Phe 

140 145 150 

Thr Tyr Cys Lys Ser Arg Gly Leu Phe Ala Gly Val Ser Leu Glu 

155 160 165 

Gly Ser Cys Leu He Glu Arg Lys Glu Thr Asn Arg Lys Phe Tyr 

170 175 180 

Cys Gin Asp He Arg Ala Tyr Asp He Leu Phe Gly Asp Thr Pro 

185 190 195 

Arg Pro Ala Gin Ala Glu Asp Leu Tyr Glu He Leu Asp Ser Phe 

200 205 210 

Thr Glu Lys Tyr Glu Asn Glu Gly Gin Arg He Asn Ala Arg Lys 

215 220 225 

Ala Ala Arg Glu Gin Arg Lys Ser Ser Ala Lys Glu Leu Pro Pro 

230 235 240 

Lys Pro Leu Ser Arg Pro Gin Gin Ser Ser Ala Pro Val Gin Leu 

245 250 255 

Asn Ser Gly Ser Gin Ser Asn Arg Asn Glu Tyr Lys Leu Tyr Pro 

260 265 270 

Gly Leu Ser Ser Tyr His Glu Arg Val Gly Asn Leu Asn Gin Pro 

275 280 285 

He Glu Val Thr Ala Leu Tyr Ser Phe Glu Gly Gin Gin Pro Gly 

290 295 300 

Asp Leu Asn Phe Gin Ala Gly Asp Arg He Thr Val He Ser Lys 

305 310 315 

Thr Asp Ser His Phe Asp Trp Trp Glu Gly Lys Leu Arg Gly Gin 

320 325 330 

Thr Gly He Phe Pro Ala Asn Tyr Val Thr Met Asn 

335 340 



<210> 6 
<211> 529 
<212> PRT 

<213> Homo sapiens 
<220> 

<22l> misc_f eature 

<223> Incyte Clone No: 3325323 

<400> 6 

Met Gly Ser Ser Arg Ala Pro Trp 

1 5 
Gly Met Leu Ala Leu Leu Leu Ala 
20 

Leu Ala Lys Ser He Gly Thr Phe 
35 



Met Gly Arg Val Gly Gly His 
10 15 

Gly Leu Leu Leu Pro Gly Thr 
25 30 

Ser Asp Pro Cys Lys Asp Pro 
40 45 
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Thr 


Arcr 


He 


Thr 


Ser 


Pro 


Asn 


Asp 


Pro 


Cys 


Leu 


Thr 


Gly 


Lys 


Gly 








50 










55 










60 


Asp 


Ser 


Ser 


Gly 


Phe 


Ser 


Ser 


Tyr 


Ser 


Gly 


Ser 


Ser 


Ser 


Ser 


Gly 








65 










70 










75 


Sex* 


Ser 


He 


Ser 


Ser 


Ala 


Arg 


Ser 


Ser 


Gly 


Gly Gly 


Ser 


Ser 


Gly 










80 










85 










90 


Ser 


Ser 


Ser 


Gly 


Ser 


Ser 


He 


Ala 


Gin 


Gly 


Gly 


Ser 


Ala 


Gly 


Ser 








95 










100 










105 


Phe 


Lys 


Pro 


Glv 


Thr 


Gly Tyr 


Ser 


Gin 


Val 


Ser 


Tyr 


Ser 


Ser 


Gly 






110 










115 










120 


Ser 


Glv 


Ser 


Ser 


Leu 


Gin Gly 


Ala 


Ser 


Gly 


Ser 


Ser 


Gin 


Leu 


Gly 








125 










130 










135 


Ser 


Ser 


Ser 


Ser 


His 
140 


Ser 


Gly 


Ser 


Ser 


Gly 
145 


Ser 


His 


Ser 


Gly 


Ser 
150 


Ser 


Ser 


Ser 


His 


Ser 
155 


Ser 


Ser 


Ser 


Ser 


Ser 
160 


Phe 


Gin 


Phe 


Ser 


Ser 
165 


Ser 


Ser 


Phe 


Gin 


Val 
170 


Giy 


Asn 


Gly 


Ser 


Ala 
175 


Leu 


Pro 


Thr 


Asn 


Asp 
180 


Ash 


Ser 


Tvr 

J. y J. 


Arcr 


Glv 


He 


Leu 


Asn 


Pro 


Ser 


Gin 


Pro Gly Gin 


Ser 








185 










190 










195 


Ser 


Ser 


Ser 


Ser 


Gin 


Thr 


Phe 


Gly Val 


Ser 


Ser 


Ser Gly Gin 


Ser 










200 










205 










210 


Val 


Ser 


Ser 


Asn 


Gin 
215 


Arg 


Pro 


Cys 


Ser 


Ser 
220 


Asp 


He 


Pro 


Asp 


Ser 
225 


It X. \J 




Ser 


Glv 


Glv 


Pro 


He 


Val 


Ser 


His 


Ser Gly 


Pro 


Tyr 


He 








230 










235 










240 


Pro 


Ser 


Ser 


His 


Ser 


Val 


Ser 


Gly Gly 


Gin 


Arg 


Pro 


Val 


Val 


Val 










245 










250 










255 


Va.1 


Val 


Asp 


Gin 


His 


Gly 


Ser 


Gly Ala 


Pro 


Gly Val 


Val 


Gin 


Gly 








260 










265 










270 


Pro 


Pro 


Cys 


Ser 


Asn 


Gly Gly 


Leu 


Pro 


Gly 


Lys 


Pro 


Cys 


Pro 


Pro 








275 










280 










285 


He 


Thr 


Ser 


Val 


Asp 
290 


Lys 


Ser 


Tyr 


Gly 


Gly 
295 


Tyr 


Glu 


Val 


Val 


Gly 
300 




Ser 


Ser 


Asp 


Ser 


Tyr 


Leu 


Val 


Pro 


Gly 


Met 


Thr Tyr 


Ser 


Lys 








305 










310 










315 


Glv 


Lys 


He 


Tvr 


Pro 


Val 


Gly 


Tyr 


Phe 


Thr 


Lys 


Glu 


Asn 


Pro 


Val 






320 










325 










330 


Lys 


Gly 


Ser 


Pro 


Gly 


Val 


Pro 


Ser 


Phe 


Ala 


Ala 


Gly 


Pro 


Pro 


He 






335 










340 










345 


Ser 


Glu Gly 


Lvs 


Tvr 


Phe 


Ser 


Ser 


Asn 


Pro 


He 


He 


Pro 


Ser 


Gin 










350 










355 










360 


Ser 


Ala 


Ala 


Ser 


Ser 
365 


Ala 


He 


Ala 


Phe 


Gin 
370 


Pro 


Val 


Gly 


Thr 


Gly 
375 


Gly Val 


Gin 


Leu. 


Cvs 


Gly Gly 


Gly 


Ser 


Thr 


Gly 


Ser 


Lys 


Gly 


Pro 










380 










385 










390 


Cys 


Ser 


Pro 


Ser 


Ser 


Ser 


Arg 


val 


Pro 


Ser 


Ser 


Ser 


Ser 


He 


Ser 








395 










400 










405 


Ser 


Ser 


Ser 


Gly 


Leu 


Pro 


Tyr 


His 


Pro 


Cys 


Gly 


Ser 


Ala 


Ser 


Gin 








410 










415 










420 


Ser 


Pro 


Cys 


Ser 


Pro 


Pro 


Gly 


Thr 


Gly 


Ser 


Phe 


Ser 


Ser 


Ser 


Ser 








425 










430 










435 


Ser 


Ser 


Gin 


Ser 


Ser 
440 


Gly 


Lys 


He 


He 


Leu 
445 


Gin 


Pro 


Cys 


Gly 


Ser 
450 


Lys 


Ser 


Ser 


Ser 


Ser 


Gly 


His 


Pro 


Cys 


Met 


Ser 


Val 


Ser 


Ser 


Leu 
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455 






460 






465 


Thr Leu 


Thr 


Gly 


Gly 


Pro Asp Gly 


Ser 


Pro 


His 


Pro Asp Pro 


Seir 








470 






475 






480 


Ala Gly Ala 


Lys 


Pro 


Cys Gly Ser 


Ser 


Ser 


Ala 


Gly Lys lie 


Pro 








485 






490 






495 


Cys Arg 


Ser 


lie 


Arg 


Asp lie Leu 


Ala 


Gin 


Val 


Lys Pro Leu 


Gly 








500 






505 






510 


Pro Gin 


Leu 


Ala 


Asp 


Pro Glu Val 


Phe 


Leu 


Pro 


Gin Gly Glu 


Leu 








515 






520 






525 


Leu Asp 


Ser 


Pro 

















<210> 7 

<211> 603 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> misc_f eature 

<223> Incyte Clone No: 2024646 

<400> 7 

caggaacagc cttctcctgc ctcctctgca 
ctgccagcag aaccagcagc agtgccaacc 
cccaaagagc ccagtacagfc gtctgcctcc 
ggtctgtggc cctagctccg agggcggctg 
atgccggcgc cagaggccca actcctgtga 
tggctgctgc cacggttctg ggggctgctg 
atctttggag gaaacaagaa tcccaagagg 
cccatatacc ctcttctgac tttcacaggc 
agctctcccc agaaggcact tcttgtttta 
tgtacctgcc aaggattggc agtgcttgtg 
tgc 



cctggacaac tcaactcctg ccaagatgtc 60 
cccacccaag tgtccctcac ccaagtgtcc 120 
agcttcctct ggctgtgccc caagctctgg 180 
cttcctgaac caccacaggc gccaccaccg 240 
caggggcagt ggtcagcaag gcgggggctc 3 00 
ctgatccaga tcctgatgct gagacaagcg 3 60 
ccaagaacag ccccatctga cgcatgcctt 420 
tgagctggag gttttcctgt gggggatctg 480 
tgtacaggat gtcatatgtc cccctacccc 540 
cccaacctcg taaaaaagat aaagttccgt 600 

603 



<210> 8 

<211> 697 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone No: 3431776 

<400> 8 

ccgaggtgct gaaggaccct gtgctgcctg 
gtcctgccag cagagccagc agcagtgcca 
tcccaagtgc cccaccccaa agtgtccccc 
ttcctgctgc agtgtcagct ccggaggctg 
ctccagctct gggggatgct gcagttctgg 
gcgccgtagg tcccactgcc acagacccca 
gggctccagc tgctgtggcg gggggagtgg 
accctgagcc tagaagagca gaatccagga 



tgaccccgct cctgaatccg ccaccaagat 60 
gccccctccc aagtgcaccc ccaagtgccc 120 
aaagtgtccc cctaagtgcc ctcctgtctc 180 
ctgtggctcc agctctgggg gcagctgtgg 240 
gggaggtggc tgctgcctga gccaccacag 3 00 
gagctctggc tgctgcagcc agccctcggg 3 60 
ccagcactct ggaggctgct gctgaagtgg 420 
ccgcaaactg ccaaggacat cccccttctc 480 
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ctactaggcc tgcctgagag gctcacaggt 
atatcttttc cctggagtcc agaaactcag 
tggacctcac ctttgtggct accctcccac 
tcatttgcag cgtgcatctg ctgattaacc 



ccaagggaaa gctctgaact tgccaagagc 540 
atcctctcct ggatctccat tcactggcct 600 
gctctgtcta agcccctagc ttactcaatg 660 
gacgcaa ^^"^ 



<210> 9 

<211> 528 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte Clone No: 1798487 



<400> 9 

atgtcttgcc agcaaaacca gcagcagtgc 
accccaaaat gtccacctaa gtgtcccccc 
ttccctgcag tctcttcttg ctgtggtccc 
gggggctgct gcagctctgg ggctggtggc 
ttccaccggc gccggcacca gagccccgac 
ggctgctgcc acagctctgg gggctgctgc 
tgaatggcca agaacctgct acggcctgat 
tcattggttg gcagagacca caaagactca 
aatgtaacac cccaattgaa agtcttcttt 



cagccccctc ccaagtgtcc tcccaagtgt 60 
aaatgcccac cacagtgccc agctccatgt 120 
agctctggga gctgctgtgg tcccagctct 180 
tgctccctga gccaccacag gccccgtctc 24 0 
tgctgtgaga gtgaaccttc tgggggctct 3 00 
tgacctgggc tacagaagag ctcttgggac 360 
ggatactctt tccacttcct ctcattccat 420 
tggggctttc ctggaagaac ttcgtgcttg 48 0 
tcctccgttt acctcatg 528 



<210> 10 

<211> 493 

<212> DNA 

< 2 1 3 > Homo s ap i ens 



<220> 

<221> mi sc_f eature 

<223> Incyte Clone No: 1448744 



<400> 10 

caacagccca acccacacca gcctcagaca 
ccttgtcctc cctgagctac gggggaggct 
gctgctgccg ccccgtgacc tgccagacca 
gctgcacgcg ccccatctgc gagccctgct 
tgcaggaagg ctgctgccgc cccatcacct 
gcaggccctg ctgctgggcc accacctgct 
gccggcctcc ctgcggccag ccgacccctt 
gagaccccac ctctcctctc atcgcacgaa 
actcttctac ccc 



ccaccatgac cggctcctgc tgcggctcca 60 
gctgccagcc ctgctgctgc cgctacccct 12 0 
ccgtgtgccg ccccgtgacc tgcgtgcccc 180 
gccgcccggt gtgctgcgac ccctgctccc 24 0 
gctgcccctc gtcgtgcacg gctgtggtgt 3 00 
gccagcctgt gtctgtgcag tccccctgct 3 60 
gcagcaccac ctgcaggacc tcctcctgct 420 
acattcccag gtgcacagaa tcttgtgcag 480 

493 



<210> 11 

<211> 1332 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
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<223> Incyte Clone No: 2737275 
<400> 11 

gttctagatc gcgagcggcc gcccgcgatc tagaactagt ctcgggacgg ggcgccgcgg 60 
ccgggcgggc agcatgaata accctatacc ttccaatttg aaatcagaag caaaaaaggc 120 
tgccaaaata ttaagagaat tcacagaaat aacttccaga aatggacctg ataagatcat 180 
tcctgctcac gtaattgcga aggctaaagg ccttgcaatt ctgtctgtga tcaaagccgg 24 0 
gttcctggtg actgccagag gaggcagcgg gattgtagtg gcgcgccttc cagatggaaa 3 00 
atggtctgca ccctcagcca ttgggatagc tggccttggt ggaggatttg aaataggaat 3 60 
tgaggtatca gacttggtga taattctgaa ttatgaccgt gctgtagaag cttttgcaaa 420 
aggcggaaat ctgaccctcg gagggaactt gactgtggcg gttgggccct tgggaaggaa 4 80 
cttggaagga aacgtggccc tgagaagctc cgctgccgtc ttcacgtact gcaagtcaag 540 
gggactcttt gcaggcgtgt ctttagaagg gagctgtttg attgaaagga aagaaactaa 600 
tagaaaattt tattgtcaag atatccgagc ttatgacatt ttatttggag atacaccgcg 660 
gcctgctcaa gccgaagatc tttatgaaat tcttgattcc tttactgaaa agtatgaaaa 720 
tgaaggacaa cgaatcaatg caagaaaagc agcaagggag cagaggaagt cttctgctaa 78 0 
agaattacct ccaaagccat tgtcaagacc acagcagtca tctgcaccag tccagctgaa 840 
ctctggctct caaagtaaca gaaatgaata taagctctat cctggacttt ccagctatca 900 
tgagagagtt ggcaatttga atcaacccat agaagtgaca gcgctgtatt catttgaagg 960 
acagcagcct ggggatttga attttcaagc tggagacaga atcacagtta tatcaaaaac 1020 
agattcacat tttgattggt gggaaggaaa acttcgaggt caaactggca tttttccagc 1080 
caactacgta accatgaatt aaagcgtata ctattttctt ctttgagaat tacaaaaaaa 1140 
ttatttctac actgacagga tttactagtt aagcaatgtt taatataaat tttaaaaaac 1200 
ttctgttcta caaaatttcc attccgtatg taaaagattt tgtttttcta tataaaaaga 1260 
gctgactgac atatctttaa atactttgta ctaactttat cacacttact gtgtcataga 1320 
atatcataca gt 



1332 



<210> 12 

<211> 2284 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone No: 3325323 

<400> 12 

caggtgtcct cgagctgcca tcagtcagga ggccgtgcag tccgagatgg gctcgtctcg 6 0 

ggcaccctgg atggggcgtg tgggtgggca cgggatgttg gcactgctgc tggctggtct 120 

cctcctgcca gggaccttgg ctaagagcat tggcaccttc tcagacccct gtaaggaccc 180 

cacgcgtatc acctccccta acgacccctg cctcactggg aagggtgact ccagcggctt 240 

cagtagctac agtggctcca gcagttctgg cagctccatt tccagtgcca gaagctctgg 3 00 

tggtggctcc agtggtagct ccagcggatc cagcattgcc cagggtggtt ctgcaggatc 3 60 

ttttaagcca ggaacggggt attcccaggt cagctactcc tccggatctg gctctagtct 42 0 

acaaggtgca tccggttcct cccagctggg gagcagcagc tctcactcgg gaagcagcgg 480 

ctctcactcg ggaagcagca gctctcattc gagcagcagc agcagctttc agttcagcag 54 0 

cagcagcttc caagtaggga atggctctgc tctgccaacc aatgacaact cttaccgcgg 600 

aatactaaac ccttcccagc ctggacaaag ctcttcctct tcccagacct ttggggtatc 660 

cagcagtggc caaagcgtca gctccaacca gcgtccctgt agttcggaca tccccgactc 72 0 

tccctgcagt ggagggccca tcgtctcgca ctccggcccc tacatcccca gctcccactc 780 

tgtgtcaggg ggtcagaggc ctgtggtggt ggtggtggac cagcacggtt ctggtgcccc 840 

tggagtggtt caaggtcccc cctgtagcaa tggtggcctt ccaggcaagc cctgtccccc 900 

aatcacctct gtagacaaat cctatggtgg ctacgaggtg gtgggtggct cctctgacag 960 

ttatctggtt ccaggcatga cctacagtaa gggtaaaatc taccctgtgg gctacttcac 1020 
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caaagagaac cctgtgaaag gctctccagg ggtcccfctcc tttgcagctg ggccccccat 1080 
ctctgagggc aaatacttct ccagcaaccc catcatcccc agccagtcgg cagcttcctc 1140 
ggccattgca ttccagccag tggggactgg tggggtccag ctctgtggag gcggctccac 1200 
gggctccaag ggaccctgct ctccctccag ttctcgagtc cccagcagtt ctagcatttc 1260 
cagcagctcc ggtttaccct accatccctg cggcagtgct tcccagagcc cctgctcccc 13 20 
accaggcacc ggctccttca gcagcagctc cagttcccaa tccagtggca aaatcatcct 13 80 
tcagccttgc ggcagcaagt ccagctcttc tggtcaccct tgcatgtctg tctcctcctt 1440 
gacactgact gggggccccg atggctctcc ccatcctgat ccctccgctg gtgccaagcc 1500 
ctgtggctcc agcagtgctg gaaagatccc ctgccgctcc atccgggata tcctagccca 1560 
agtgaagcct ctggggcccc agctagctga ccctgaagtt ttcctacccc aaggagagtt 1620 
actcgacagt ccataagaag tcaactgttg tgtgtgtgca tgccttgggc acaaacaagc 16 80 
acatacacta tatcccatat gggagaagtc cagtgcccag gcatagggtt agctcagttt 1740 
ccctccttcc caaaagagtg gttctgcttt ctccactacc ccaaggttgc agactctctc 18 00 
ttatcacccc ttcctccttc ctcttctcaa aatggtagat tcaaagctcc tctcttgatt 1860 
ctctcctact gtttaaattc ccattccacc acagtgcccc tcagccagat caccacccct 1920 
tacaattccc tctactgtgt ggaaatggtc cattgagtaa cacccccatc agcttctcaa 19 8 0 
ctgggaaacc cctgaaatgc tctcagagca cctctgacgc ctgaagaagt tataccttcc 2040 
tcttcccctt taccaaataa agcaaagtca aaccatcatc tggaaacagt ggccactttt 2100 
cactgacctt tcttcgacat ctagtcaacc cacccaatat gccactgggc tctcgctccc 2160 
aattccaccc caccctccat tacagagctc accacgccct cctagatcac cgtccccaac 2220 
acacccattg cctctcaagg cccttatctc agccccttcc tgtgggggga tcctctagag 2280 
tcga 2284 



<210> 13 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> niisc_f eature 

<223> GenBank ID No: g2589188 

<400> 13 



Met 


Ser 


Cys 


Gin 


Gin 


Asn 


Gin 


Gin 


1 








5 








Cys 


Pro 


Pro 


Lys 


Cys 
20 


Thr 


Pro 


Lys 


Lys 


Cys 


Leu 


Pro 


Gin 
35 


Cys 


Pro 


Ala 


Ser 


Cys 


Cys 


Gly 


Pro 
50 


He 


Ser 


Gly 


Gly 


Gly 


Cys 


Cys 


Asn 


Ser Gly Ala 










65 








His 


Arg 


Pro 


Arg 


Leu 
80 


Phe 


His 


Arg 


Cys 


Cys 


Glu 


Ser 


Glu 
95 


Pro 


Ser 


Gly 


Ser 


Gly 


Gly 


Cys 


Cys 









110 



Gin 


Cys 


Gin 


Pro 


Pro 


Pro 


Lys 




10 










15 


Cys 


Pro 


Pro 


Lys 


Cys 


Pro 


Pro 




25 










30 


Pro 


Cys 


Ser 


Pro 


Ala 


Val 


Ser 




40 










45 


Gly 


Cys 


Cys 


Gly 


Pro 


Ser 


Ser 




55 










60 


Gly 


Gly 


Cys 


Cys 


Leu 


Ser 


His 




70 










75 


Arg 


Arg 


His 


Gin 


Ser 


Pro 


Asp 




85 










90 


Gly 


Ser 


Gly 


Cys 


Cys 


His 


Ser 




100 










105 
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<211> 131 

<212> PRT 

<213> Ovis aries 

<220> 

<221> misc_feature 

<223> GenBank ID No: g71384 

<400> 14 



Ttir 


Gly 


Ser 


Cys 


Cys 


Gly 


Pro 


Thr 


Phe 


Ser 


Ser 


Leu 


Ser 


Cys 


Gly 


-L 






5 










10 










15 


Gly 


Gly 


Cys 


Leu 


Gin 


Pro 


Arg 


Tyr 


Tyr 


Arg 


Asp 


Pro 


Cys 


Cys 


Cys 




20 










25 










30 


Arg 


Pro 


Val 


Ser 


Cys 


Gin 


Thr 


Val 


Ser 


Arg 


Pro 


Val 


Thr 


Phe 


Val 








35 










40 










45 


Pro 


Arg 


Cys 


Tiir 


Arg 


Pro 


lie 


Cys 


Glu 


Pro 


Cys 


Arg 


Arg 


Pro 


Val 






50 










55 










60 


Cys 


Cys 


Asp 


Pro 


Cys 


Ser 


Leu 


Gin 


Glu 


Gly 


Cys 


Cys 


Arg 


Pro 


He 






65 










70 










75 


Thr 


Cys 


Cys 


Pro 


Thr 


Ser 


Cys 


Gin 


Ala 


Val 


Val 


Cys 


Arg 


Pro 


Cys 






80 










85 










90 


Cys 


Trp 


Ala 


Thr 


Thr 


Cys 


Cys 


Gin 


Pro 


Val 


Ser 


Val 


Gin 


Cys 


Pro 






95 










100 










105 


Cys 


Cys 


Arg 


Pro 


Thr 


Ser 


Cys 


Gin 


Pro 


Ala 


Pro 


Cys 


Ser 


Arg 


Thr 






110 










115 










120 


Thr 


Cys 


Arg 


Thr 


Phe 
125 


Arg 


Thr 


Ser 


Pro 


Cys 
130 


Cys 











<210> 15 
<211> 340 
<212> PRT 

<213> Mus mus cuius 
<220> 

<221> misc_f eature 

<223> GenBank ID No: gl944389 

<400> 15 

Met Asn Asn Pro He Pro Ser Asn Leu Lys Ser Glu Ala Lys Lys 
15 10 15 

Ala Ala Lys He Leu Arg Glu Phe Thr Glu He Thr Ser Arg Asn 

20 25 30 

Gly Pro Asp Lys He He Pro Ala His Val He Ala Lys Ala Lys 

35 40 45 

Gly Leu Ala Val Leu Ser Val He Lys Ala Gly Phe Leu Val Thr 

50 55 60 

Ala Arg Gly Gly Ser Gly He Val Leu Ala Arg Leu Pro Asp Gly 

65 70 75 

Lys Trp Ser Ala Pro Ser Ala He Gly He Ala Gly Leu Gly Gly 

80 85 90 

Gly Phe Glu He Gly He Glu Val Ser Asp Leu Val He He Leu 

95 100 105 
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Asn 


Tvr 


Asp 


Arg 


Ala 


Val 


Glu 


Ala 


Phe 


Ala 


Lys 


Gly 


Gly Asn 


Leu 










110 










115 










120 


Thr 


lieu 


Gly Gly 


Asn 


Phe 


Thr 


Val 


Ala 


Val 


Gly 


Pro 


Leu 


Gly Arg 










125 










130 










135 


Asn 


Leu 


Glu Gly 


Asn 


Val 


Ser 


Leu 


Arg 


Ser 


Ser 


Ala 


Ala 


Val 


Phe 










140 










145 










150 


Xiir 


Tvr 


Cys 


Lys 


Ser 
155 


Arcr 


Gly 


Leu 


Phe 


Ala 
160 


Gly 


He 


Ser 


Leu 


Glu 
165 




Ser 


Cys 


Leu 


lie 
170 


Glu 


Arg 


Lys 


Glu 


Thr 
175 


Asn 


Arg 


Lys 


Phe 


Tyr 
180 




Gin 


Asp 


lie 


Arg 


Ala 


Tyr 


Asp 


lie 


Leu 


Phe 


Gly Asp 


Val 


Pro 










185 










190 










195 


Gin 


Pro 


Ala 


Gin 


Ala 
200 


Glu 


Asp 


Leu 


Tvr 

J; 


Glu 
205 


lie 


Leu 


Asn 


Ser 


Phe 
210 




Glu 


Lys 


Tyr 


Glu 


Thr 


Glu Gly 


Gin 


Aro" 


lie 


Asn 


Leu 


Lys 


Lys 










215 










220 










225 


Val 


Ala 


Arg 


Glu 


Gin 
230 


Arcr 


Lys 


Ala 


Lvs 


Glu 
235 


Leu 


Pro 


Pro 


Lys 


Pro 
240 


OCX. 


Ser 


Arg 


Pro 


Gin 
245 


Pro 


Ala 


His 


Pro 


Pro 
250 


Val 


Gin 


Leu 


Asn 


Ala 
255 




Ser 


Gin Gly 


Asn 


Arg 


Asn 


Glu 


Tvr 


Lvs 


Leu 


Tyr 


Pro 


Glu 


Leu 










260 










265 










270 




Ser 


Tyr 


His 


Glu 
275 


Lys 


Thr 


Gly 


Asn 


Leu 
280 


Asn 


Gin 


Pro 


He 


Glu 
285 


\7-j 1 
V dX 


X XXX 


Ala 


Leu 


Tyr 


Ser 


Phe 


Glu 


Glv 


Gin 


Gin 


Pro 


Gly Asp 


Leu 










290 










295 










300 


Asn 


Phe 


Gin 


Ala 


Gly Asp 


Arg 


lie 


lie 


Val 


He 


Ser 


Lys 


Thr 


Asp 










305 










310 










315 


Ser 


Asn 


Phe 


Asp 


Trp 


Trp 


Glu Gly 


Lys 


Leu 


Arg 


Gly 


Gin 


Thr 


Gly 










320 










325 










330 


lie 


Phe 


Pro 


Ala 


Asn 
335 


Tyr 


Val 


Thr 


Met 


Asn 
340 













<210> 16 
<211> 486 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> GenBank ID No: g414810 

<400> 16 



Met 


Leu 


Ala 


Leu 


Leu 


Leu 


Ala 


Gly Leu 


Leu 


Leu 


Pro 


Gly 


Thr 


Leu 


1 








5 








10 










15 


Ala 


Lys 


Ser 


He 


Gly 


Thr 


Phe 


Ser Asp 


Pro 


Cys 


Lys 


Asp 


Pro 


Thr 








20 








25 










30 


Arg 


He 


Thr 


Ser 


Pro 


Asn 


Asp 


Pro Cys 


Leu 


Thr 


Gly 


Lys 


Gly Asp 








35 








40 










45 


Ser 


Ser 


Gly 


Phe 


Ser 


Ser 


Tyr 


Ser Gly 


Ser 


Ser 


Ser 


Ser 


Gly 


Ser 








50 








55 










60 


Ser 


He 


Ser 


Ser 


Ala 
65 


Arg 


Ser 


Ser Gly 


Gly 
70 


Gly 


Ser 


Ser 


Gly 


Ser 
75 


Ser 


Ser 


Gly 


Ser 


Ser 
80 


He 


Ala 


Gin Gly 


Gly 
S5 


Ser 


Ala 


Gly 


Ser 


Phe 
90 
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Lys Pro Gly Thr Gly Tyr Ser Gin Val Ser Tyr Ser Ser Gly Ser 
95 100 105 

Gly Ser Ser Leu Gin Gly Ala Ser Gly Ser Ser Gin Leu Gly Ser 

110 115 120 

Ser Ser Ser His Ser Gly Ser Ser Gly Ser His Ser Gly Ser Ser 

125 130 135 

Ser Ser His Ser Ser Ser Ser Ser Ser Phe Gin Phe Ser Ser Ser 

140 145 150 

Ser Phe Gin Val Gly Asn Gly Ser Ala Leu Pro Thr Asn Asp Asn 

155 160 165 

Ser Tyr Arg Gly lie Leu Asn Pro Ser Gin Pro Gly Gin Ser Ser 

170 175 180 

Ser Ser Ser Gin Thr Ser Gly Val Ser Ser Ser Gly Gin Ser Val 

185 190 195 

Ser Ser Asn Gin Arg Pro Cys Ser Ser Asp He Pro Asp Ser Pro 

200 205 210 

Cys Ser Gly Gly Pro He Val Ser His Ser Gly Pro Tyr lie Pro 

215 220 225 

Ser Ser His Ser Val Ser Gly Gly Gin Arg Pro Val Val Val Val 

230 235 240 

Val Asp Gin His Gly Ser Gly Ala Pro Gly Val Val Gin Gly Pro 

245 250 255 

Pro Cys Ser Asn Gly Gly Leu Pro Gly Lys Pro Cys Pro Pro He 

260 265 270 

Thr Ser Val Asp Lys Ser Tyr Gly Gly Tyr Glu Val Val Gly Gly 

275 280 285 

Ser Ser Asp Ser Tyr Leu Val Pro Gly Met Thr Tyr Ser Lys Gly 

290 295 300 

Lys He Tyr Pro Val Gly Tyr Phe Thr Lys Glu Asn Pro Val Lys 

305 310 315 

Gly Ser Pro Gly Val Pro Ser Phe Ala Ala Gly Pro Pro He Ser 

320 325 330 

Glu Gly Lys Tyr Phe Ser Ser Asn Pro He He Pro Ser Gin Ser 

335 340 345 

Ala Ala Ser Ser Ala He Ala Phe Gin Pro Val Gly Thr Gly Gly 

350 355 360 

Val Gin Leu Cys Gly Gly Gly Ser Thr Gly Ser Lys Gly Pro Cys 

365 370 375 

Ser Pro Ser Ser Ser Arg Val Pro Ser Ser Ser Ser He Ser Ser 

380 385 390 

Ser Ser Gly Ser Pro Tyr His Pro Cys Gly Ser Ala Ser Gin Ser 

395 400 405 

Pro Cys Ser Pro Pro Gly Thr Gly Ser Phe Ser Ser Ser Ser Ser 

410 415 420 

Ser Gin Ser Ser Gly Lys He He Leu Gin Pro Cys Gly Ser Lys 

425 430 435 

Ser Ser Ser Ser Gly His Pro Cys Met Ser Val Ser Ser Leu Thr 

440 445 450 

Leu Thr Gly Gly Pro Asp Gly Ser Pro His Pro Asp Pro Ser Ala 

455 460 465 

Gly Ala Lys Pro Cys Gly Ser Ser Ser Ala Gly Lys He Pro Cys 

470 475 480 

Arg Ser He Arg He Ser 

485 
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